
Dr. FATIMA BATOOL (PhD) 

Presently working as Assistant Professor (BPS-19) in Plant Genomics Group and main focus of 
my research is the identification, isolation and characterization of genes related to biofuel 
production from Agave sisalana plants and abiotic stress tolerant genes in cotton (Gossypium 
arboreum) and other plant species by using the applications of plant genomics such as microarray, 
differential display and gene homology.  

Academic Qualification 

➢ Ph.D. Molecular Biology “Title of thesis was “Genetic Transformation of Zinc Finger (GaZnF) Gene in 

Local Non-Bt Cotton and its Inheritance in T1 Progeny”. University of the Punjab, Lahore. 

➢ MPhil Molecular Biology, University of the Punjab, Lahore. 

➢ MSC Masters in Zoology,  University of the Punjab, Lahore. 

➢ BSC (Botany, Zoology, Chemistry), University of the Punjab, Lahore. 

Awards HEC Indigenous Scholarship for PhD from “Higher Education Commission of 
Pakistan (HEC)”, Islamabad, Pakistan. 

 

FOREIGN Fellowship Six months “International Research Support Initiative Program” in University 
of the Manchester, Manchester, UK. 

 

Grants/Fundings PI of project, “Transformation of Bt cotton with transcription factor gene of 

G. arboreum to enhance drought tolerance” by University of the Punjab, 

Lahore 0.2 million PKRs 2023-cont. 

ADMINISTRATIVE  

Experience 

➢ Incharge, Journal Club CEMB (2009-2012) 

➢ Assistant Superintendent in Girls Hostel No. 1, University of the 

Punjab, Lahore (2010-2013) 

 

Student Supervision 05 MPhil students have completed degree while two MPhil and two PhD 

students are working under my supervision. 

 

Academic Experience Involved in teaching to MPhil and PhD students.  
  

Research Experience Seventeen years of extensive experience in the field of Biotechnology and 

Molecular biology. Strong understanding of Genetic Engineering and 

Molecular Analysis. 

Objective Want to work in a challenging environment, where task achievement and 

meeting the deadlines matters. To facilitate people by providing them services 

in an educational/Research environment. Want to work with energetic and 

sharp professionals in a true professional environment. 
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Conference Proceedings  
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➢ Azhar M, Batool F, Hassan S, Rashid B. (2022). The consequences of Covid-19 on global food supply and 
agriculture sector” 3rd International Conference on Food, Nutrition, Environmental and Agricultural Sciences 
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University of the Punjab Lahore, Nov 06-08, 2019. Pp69. 

➢ Hassan S, Rashid B, Batool F, Sarwar MB, Ahmad Z, Sher Z, Husnain T. (2017) Expression of universal stress 
protein gene (GUSP1) will endure the abiotic stress tolerance in transgenic cotton. Proc of the International 
Symposium on Environmental Stress Adaptation & Memory in Plants. RIKEN Center for Sustainable Resource 
Science, Yokohama City, Kanagawa, Japan. Feb 27-28 2017 

➢ Hafeez MN, Hassan S, Sarwar B, Batool F, Ali Q, Rashid B, Husnain T, Khan MA (2017). Enhancing abiotic stress 
tolerance in local varieties of Cotton by manipulating the stress resistance genes. Poster presented at 
“2nd International Symposium on Advances in Molecular Biology of Plants and Health Sciences” organize by 
and held at CEMB Lahore 21-23 Nov. pp105 

➢ Husnain T, Rashid B, Hassan S, Sarwar MB, Mohamed BB, Batool F, Riaz S, Hafeez MN, Ahmad 
Z. (2017). Identification of abiotic stress tolerant genes in plants. Proc. "Conference on computational biology 
and genomics" organized by and held at Centre for Human Genetics, Hazara University Mansehra 27-29 Sep. 
pp 14. 
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Husnain T. (2015) The role of Gossypium arboreum Universal Stress Protein (GUSP1) in Gossypium hirsutum. 



Proc. Intl symp Advances of molecular biology in agriculture and health sciences”, held at CEMB, Lahore, Dec. 
29-31, 2015; PP:07. 

➢ Husnain T, Jamal A, Shahid MN, Aftab B, Batool F, Rashid B. (2014). Gene Identification, function and Expression 
Analysis of Gossypium arboreum under Abiotic Stresses Using Modern Genomic Approaches. Poster presented 
at International Cotton Genome Initiative conference (ICGI) at Wuhan China, Sep. 25-28, 2014. 

Poster Presentations 

➢ Batool F, Hussain H, Akram F, Azhar M, Nadeem S, Jabbar B, Sher Z, Hassan S, Rashid B, Shahid A (2021). In 
Silico analysis and identification of lignin genes in Agave sisalana. Poster presented at 4 th International 
Symposium on on advances in Molecular Biology of Plants and Health Sciences held at CEMB, University of the 
Punjab, December 23-24. 

➢ Sher Z, Majid MU, Rashid B, Hassan S, Batool F, Akram F, Ashraf R, Sattar S, Shahid AA (2021). GaCYP1 Induces 
Wax Abundance in Cotton to Tolerate Whitefly and Resistance against Cotton Leaf Curl Virus (CLCuV). Poster 
presented at 4 th International Symposium on on advances in Molecular Biology of Plants and Health Sciences 
held at CEMB, University of the Punjab, December 23-24. 

➢ Husnain T, Jamal A, Shahid MN, Aftab B, Batool F, Rashid B. (2014). Gene Identification, function and Expression 
Analysis of Gossypium arboreum under Abiotic Stresses Using Modern Genomic Approaches. Poster presented 
at International Cotton Genome Initiative conference (ICGI) at Wuhan China, Sep. 25-28, 2014. 

Professionals  

 

➢ Awareness Seminar on GM Soybean and potential of Soybean Cultivation in Pakistan  

Center of Excellence in Molecular Biology, Lahore.  

23rd January, 2023. 

➢ International Conference on Trends and Challenges in Health Sciences  

Center of Excellence in Molecular Biology, Lahore.  

1st to 2nd March, 2023. 

➢ 4th International Symposium on Advances in Molecular Biology of Plants & Health Sciences  

Center of Excellence in Molecular Biology, Lahore.  

23rd to 24th December, 2021. 

➢ International symposium on advances in molecular biology of plants and health sciences 

 Center of Excellence in Molecular Biology, Lahore. 28th to 31st December, 2015. 

➢ Microarray for gene expression 

 Center of Excellence in Molecular Biology, Lahore.  25th April, 2014 

➢ Application of biotechnology in health and agriculture 

 G. C University of Faisalabad, Faisalabad. 28th March, 2014. 

➢ Advances in applications of molecular biology 

CEMB, University of the Punjab, Lahore. 23rd December, 2011. 

➢ Hands on training “Modern techniques in research on abiotic stress tolerance in plants 

NIAB, Faisalabad. 05th to 9th September 2011. 

➢ In Service Faculty Training Program for the Module: Communication skills and competent 

English language usage essentials 

Microbiology and Molecular Genetics, university of the Punjab, Lahore. 18th to 22nd October, 2011. 

➢ National Biotechnology Exhibition and seminar 2010 

UVAS, Lahore. 20th to 21st October 2010.  
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Full Length Gene  

➢ Sher Z, Majid MU, Hassan S, Batool F, Rashid B, Husnain T (2016). Gossypium arboreum wax related mRNA 
involve in protection against CLCuV infection caused by White fly showing homology with predicted peptidyl 
prolyl cis trans isomerase like (LOC108460743) mRNA. Accession # KY368095. 

➢ Aftab B, Zahur M, Jamal A, Shahid N, Aftab M, Riaz S, Batool F, Rashid B, Husnain T (2012) CLCuV responsive 
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